Toward whole-organism genetic mapping: The Arcadia Chlamydomonas Diversity Collection
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Goal: Decode biology across the tree of life Broad phenotypic differences within Chlamydomonas Charting Chlamydomonas phenotypic space
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ACDC strains display extensive phenotypic variation
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Leveraging multiple phenotypes (and accounting for
nonlinearity) significantly increases accuracy
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A NOTE ON SHARING WITH US!
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O Data, code, and interactive notebooks for reproducing these analyses are available on GitHub: bit.ly/nonlinearity
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